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LOPHOTROCHOZOA

Who are they?

Finding the “true”
lophotrochozoan tree —
impossible?

Prone to problems
Compositional heterogeneity
Long branch attraction

Chronically underrepresented

5% of data, ~30% of marine life

Mollusca

Annelida
Nemertea

Phoronida

Brachiopoda

Annelida

“ Mollusca
Nemertea

‘ — Phoronida

—— Brachiopoda

Nemertea

Annelida

Mollusca

—— Phoronida

Brachiopoda

Annelida

Nemertea

Mollusca

Phoronida

Brachiopoda

Mollusca
Nemertea
Annelida
Phoronida

Brachiopoda




Branchiostoma
floridae
(Amphioxus)

Pecten
maximus
(Scallop)

Membranipora
membranacea
(Bryozoan)
n=11

Bugulina
stolonifera
(Bryozoan)

n=11

5? 7 s eIz Joo)s Jode ) e s )

MACROSYNTENY

BFL

] | | ‘l‘ \ ‘ I,
1| Branchiostoma  8jil} o1 el
Bilateria MY N0
,
‘

‘ A“; Ephydatia

Gene linkage across species
Renwick, 1971

Bolinopsis o
Q Ctenophora |{{{}
BMI

Hormiphora 9| ||/ i
/7" Ctenophora ‘
-, HCA '\

Rhopilema iy
Cnidaria i
RES ’y’

L Porifera [
EMU - i

Liao et al., 2023

.|
[
- J1

‘ I \ \
Cladorhizid i fj | \ 1
Ponfera
mM  ml mmfa mmAla  wmB3 -Qb mQa R mD N
Qd

Schultz et al., 2023



>\ /
SN THUS FAR

nature

Explore content ¥ About the journal v  Publish with us v

Repeat previous experiments

Schultz et al., 2023 nature > arides > arice
Data collection XrICIZDntgen;IIIIIiaIZgI::; 2soijpport ctenophores as sister to
NCBL, EMBL-EBL, InvertOmics e o
5. Rokhsar @
Annelida 39 Entoprocta I
Arthropoda I Gastrotricha 5
Brachiopoda 3 Mollusca 54
Bryozoa 7 Nemertea 7
Chaetognatha 2 Phoronida I

Cycliophora I Platyhelminthes 13
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Identification of macrosyntenic regions

BlastP, statistical analysis O

Ortholog identification
MAFFT, Synphoni
ODP — Oxford Dot Plot analysis

Barcelona

Deep-Time Evolution lab

Dr. Jesus Lozano Fernandez

Writing!

UNIVERSITAToe

Hope for a robust analysis of the viability of synteny —
Hope to shed light on internal phylogeny of Lophotrochozoa = BARCELONA
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THANK YOU FOR
LISTENING!

C E G Comparative and
evolutionary genomics




